77C-T, 84 C-T and 89 C-T denote the comparisons between the control and overfed groups at day 7, 14 and 19 of overfeeding, respectively. Red or green background colors indicate DEM and DEG upregulated or downregulated in overfed group versus control group, respectively.
Supplementary Figure 6. The OTU classifications at phylum level with microbial abundance indicated using data from intestinal metagenome analysis
In the sample identities shown on the left, 77T, 84T and 89T denote that the microbes are from the intestinal segments (i.e., D for duodenum, J for jejunum, I for ileum, and C for caecum) of the overfed geese at 77, 84, and 89 days of age, respectively. 77C, 74C and 89C are correspondingly for the control geese 7,14 and 19 of overfeeding, 89C denotes control group at day 19 of overfeeding and. The color bars are illustrated on the right. N=3 for each group.
Supplementary Figure 7. The abundance distribution of the main genera in ten most abundant phyla revealed by metagenomics analysis of goose intestinal microbiota
The color bars in the center of the figure indicate the ten most abundant phyla while the color bars on the left and right sides of the figure indicate the main genera of the corresponding phyla. In the names of microbes, 'c', 'o', 'f' and 'g' denote class, order, family and genus, respectively. The missing names after 'c', 'o', 'f' and 'g' denote that the class, order, family or genus were unassigned. Supplementary Figure 8 . The image illustrate the sites for the intestinal content samples collected from different segments including duodenum, jejunum, ileum and caecum, which are framed by rectangles Supplementary Tables   Supplementary Table S1 . Blood chemistry in the overfed Landes geese vs the control geese at day 14 of overfeeding a 70C-1, 3 and 4 are the liver samples from the normally fed geese (control or C group) at 70 days of age; 77T-5, 6 and 7 are the liver samples from the overfed geese (treatment or T group) at 77 days of age (or at day 7 of overfeeding); the liver samples harvested at 84 and 89 days of age are similarly named. N=3 for each group.
b denotes the percentage of data with base calling accuracy higher than 99%.
c denotes the proportion of clean data in raw data. a 70C-1, 3 and 4 are the liver samples from the normally fed geese (control or C group) at 70 days of age; 77T-5, 6 and 7 are the liver samples from the overfed geese (treatment or T group) at 77 days of age (or at day 7 of overfeeding); the liver samples harvested at 84 and 89 days of age are similarly named.N=3 for each group. b denotes the Rfam database which is a collection of RNA families. 
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